The complete genome sequence of a bipartite begomovirus found in a Sida sp. plant growing in Bradenton, FL, was determined. The virus is a new strain of Sida golden mosaic Buckup virus (family Geminiviridae, genus Begomovirus). This is the first report of this virus in the United States and the first report outside Jamaica.
Recombinational analysis was performed using seven algorithms (Bootscan, Chimaera, GENECONV, MaxChi, RDP, SiScan, and 3Seq) in the RDP4 program (beta 4.97), using 51 virus sequences that had greater than 70% sequence identity with the new sequences (8) . A recombination event was considered likely if detected by four or more methods (P value cutoff, 0.05). Three putative recombination events were detected in DNA-A, and one was detected in DNA-B. DNA-A (accession number MK256739) was a major parent of the DNA-As of SiYMYuV DNA-A (accession number DQ875872) and SiGMoV (accession number GU997691), according to RDP4 (14) . These analyses were consistent with the grouping of DNA-A with SiYMYuV (accession number DQ875872).
These sequences represent a new strain of SiGMBuV and, according to approved nomenclature, should be referred to as SiGMBuV-Florida (15) .
Data availability. Sequences were submitted to GenBank under accession numbers MK256739 (DNA-A) and MK256740 (DNA-B).
